Experimental
Crystal data C 26 H 24 Cl 2 N 2 M r = 435.37 Monoclinic, P2 1 =c a = 20.172 (6) Å b = 15.947 (5) Å c = 14.500 (5) Å = 105.293 (7) V = 4499 (2) Å 3 Z = 8 Mo K radiation = 0.30 mm À1 T = 150 K 0.34 Â 0.16 Â 0.11 mm Data collection Bruker APEX 2000 CCD area- detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2011) T min = 0.516, T max = 0.928 34900 measured reflections 8837 independent reflections 5052 reflections with I > 2(I) R int = 0.123 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.098 S = 0.84 8837 reflections 543 parameters H-atom parameters constrained Á max = 0.29 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the N1/N2/C1-C3 imidazole ring. Symmetry codes: (i) x; y; z þ 1; (ii) Àx þ 1; Ày; Àz þ 1.
Data collection: SMART (Bruker, 2011) ; cell refinement: SAINT (Bruker, 2011) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ). & Doble, 2007 . The title compound has been synthesized among series of imidazole derivatives according to our on going study in green synthesis of multi-substituted imidazoles via a multicomponent reactions method using ionic liquid as a recyclable catalyst.
In the title compound ( Fig. 1) , the asymmetric unit contains two independent molecules; 1 (with N1) and 2 (with N1A).
In molecule 1, the two phenyl (C10-C15 and C16-C21) and 2,6-dichlorophenyl (C4-C9) rings are inclined to the N1/N2/C1-C3 imidazole ring at angles of 74.12 (14) , 26.13 (14) and 67.30 (14)°, respectively. In molecule 2, the corresponding angles are 71.72 (15), 16.14 (15) and 80.41 (15)°, respectively (the atom labels of molecule 2 are with the extra suffix A). The differences between the corresponding angles arises due to the intra-and intermolecular interactions of the different molecular environments. They are different from those reported in a similar structure (Simpson et al., 2013) .
In the crystal, molecules 1 and 2 are linked by C-H···Cl interactions, and inversion related 2 molecules are linked by C -H···π interactions (Table 1 and Fig. 2 ). There are no other significant intermolecular interactions present.
The title compound was synthesized following the previously reported procedure (Simpson et al., 2013) . Block-like colourless crystals, suitable for X-ray diffraction analysis, were obtained by slow evaporation of an ethanol solution of the title compound.
Refinement
All H-atoms were included in calculated positions and refined using a riding model: C-H = 0.95, 0.99 and 0.98 Å, for CH(aromatic), CH 2 and CH 3 H atoms, respectively, with U iso (H) = 1.5U eq (C-methyl) and = 1.2U eq (C) for other H atoms.
One reflection (1 0 0) has been omitted in the final refinement cycles.
Computing details
Data collection: SMART (Bruker, 2011) ; cell refinement: SAINT (Bruker, 2011) ; data reduction: SAINT (Bruker, 2011) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 
Figure 1
The molecular structure of the two independent molecules (1 and 2-with suffix A) of the title compound, with atom labelling. Displacement ellipsoids are drawn at the 50% probability level. Crystal packing of the title compound viewed along the b axis. Hydrogen bonds are drawn as dashed lines (see Table 1 for details). where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.29 e Å −3 Δρ min = −0.39 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(2,6-Dichlorophenyl)-1-pentyl-4,5-diphenyl-1H-imidazole

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x
0.46666 (10) 0.19189 (13) 0.45220 (15) 0.0205 (7) 125.9 (2) N2A-C1A-C4A 124.6 (2) C1A-N2A-C3A 106.8 (2) N1A-C2A-C3A 109.5 (2) N2-C1-C4 123.7 (2) N1A-C2A-C10A 119.8 (2) N1-C1-C4 124.3 (2) C3A-C2A-C10A 130.7 (3) N1-C1-N2 112.0 (2) N2A-C3A-C2A 106.1 (2) N2-C2-C10 119.8 (2) N2A-C3A-C16A 121.6 (2) C3-C2-C10 130.3 (2) C2A-C3A-C16A 132.2 (2) N2-C2-C3 109.9 (2) C1A-C4A-C5A 122.0 (2) N1-C3-C2 106.1 (2) C1A-C4A-C9A 121.9 (2) N1-C3-C16 122.2 (2) C5A-C4A-C9A 116.0 (2) C2-C3-C16 131.3 (2) Cl1A-C5A-C4A 118.9 (2) C1-C4-C5 122.6 (2) Cl1A-C5A-C6A 118.6 (2) C1-C4-C9 120.6 (2) C4A-C5A-C6A 122.5 (3) C5-C4-C9 116.6 (2) C5A-C6A-C7A 119. C17A-C16A-C21A 118.6 (3) C10-C15-C14 120.8 (3) C16A-C17A-C18A 120.9 (3) C3-C16-C17 123.0 (2) C17A-C18A-C19A 119.9 (3) C17-C16-C21 118.3 (2) C18A-C19A-C20A 119.7 (3) C3-C16-C21 118.7 (2) C19A-C20A-C21A 120.5 (3) C16-C17-C18 120.9 (3) C16A-C21A-C20A 120.4 (3) C17-C18-C19 119.9 (3) N2A-C22A-C23A 111.5 (2) C18-C19-C20 120.1 (3) C22A-C23A-C24A 113.2 (2) C19-C20-C21 119.8 (3) C23A-C24A-C25A 114.7 (3) C16-C21-C20 121.0 (3) C24A-C25A-C26A 113.0 (3) N1-C22-C23 112.2 (2) C5A-C6A-H6A 120.00 C22-C23-C24 114.1 (2) C7A-C6A-H6A 120.00 C23-C24-C25 114.2 (2) C6A-C7A-H7A 120.00 C24-C25-C26 111.9 (2) C8A-C7A-H7A 120.00 C5-C6-H6 120.00 C7A-C8A-H8A 120.00 C7-C6-H6 120.00 C9A-C8A-H8A 120.00 C8-C7-H7 120.00 C10A-C11A-H11A 119.00 C6-C7-H7 120.00 C12A-C11A-H11A 119.00 C7-C8-H8 120.00 C11A-C12A-H12A 120.00 C9-C8-H8 120.00 C13A-C12A-H12A 120.00 C10-C11-H11 120.00 C12A-C13A-H13A 121.00 C12-C11-H11 120.00 C14A-C13A-H13A 121.00 C13-C12-H12 120.00 C13A-C14A-H14A 120.00 C11-C12-H12 120.00 C15A-C14A-H14A 120.00 C14-C13-H13 120.00 C10A-C15A-H15A 119.00 C12-C13-H13 120.00 C14A-C15A-H15A 119.00 C13-C14-H14 120.00 C16A-C17A-H17A 120.00 C15-C14-H14 120.00 C18A-C17A-H17A 120.00 C10-C15-H15 120.00 C17A-C18A-H18A 120.00 C14-C15-H15 120.00 C19A-C18A-H18A 120.00 C16-C17-H17 120.00 C18A-C19A-H19A 120.00 C18-C17-H17 120.00 C20A-C19A-H19A 120.00 C19-C18-H18 120.00 C19A-C20A-H20A 120.00 C17-C18-H18 120.00 C21A-C20A-H20A 120.00 C18-C19-H19 120.00 C16A-C21A-H21A 120.00 C20-C19-H19 120.00 C20A-C21A-H21A 120.00 C21-C20-H20 120.00 N2A-C22A-H22C 109.00 C19-C20-H20 120.00 N2A-C22A-H22D 109.00 C16-C21-H21 120.00 C23A-C22A-H22C 109.00 C20-C21-H21 119.00 C23A-C22A-H22D 109.00 N1-C22-H22B 109.00 H22C-C22A-H22D 108.00 C23-C22-H22A 109.00 C22A-C23A-H23C 109.00 C23-C22-H22B 109.00 C22A-C23A-H23D 109.00
